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Figure S1. Full set of spot intensities from the membrane probing. a) The random mutation 
resulting in 1764 spots and (b) the Gly scanning of Acid-pp sequences as described in the 
main text. 
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Table S1. The complete set of SPOT intensities detected from 1764 mutants on the cellulose 
membrane.* 

*The values are in Boehringer Light Units (BLUs) and resulted from (IB3β2γ – IR3β2γ ). IB3β2γ  and IRB3β2γ are the intensity 
of each spot when the membrane is screened against B3β2γ and R3β2γ, respectively. 
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