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Unraveling the role of prenyl side-chain interactions in
stabilizing the secondary carbocation in the
biosynthesis of variexenol B
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Abstract
Terpene cyclization reactions involve a number of carbocation intermediates. In some cases, these carbocations are stabilized by
through-space interactions with π orbitals. Several terpene/terpenoids, such as sativene, santalene, bergamotene, ophiobolin and
mangicol, possess prenyl side chains that do not participate in the cyclization reaction. The role of these prenyl side chains has been
partially investigated, but remains elusive in the cyclization cascade. In this study, we focus on variexenol B that is synthesized
from iso-GGPP, as recently reported by Dickschat and co-workers, and investigate the possibility of through-space interactions
with prenyl side chains using DFT calculations. Our calculations show that (i) the unstable secondary carbocation is stabilized by
the cation–π interaction from prenyl side chains, thereby lowering the activation energy, (ii) the four-membered ring formation is
completed through bridging from the exomethylene group, and (iii) the annulation from the exomethylene group proceeds in a
barrier-free manner.

1503

Introduction
Terpene/terpenoids are most abundant natural products in
nature, more than 180,000 terpenoid compounds have been re-
ported to date [1-4]. One of the most intriguing point is that all
diversified structures are synthesized from common starting
materials, isoprenoids. Reactions that generate complex cyclic
structures and multiple stereocenters from linear achiral precur-

sors offer many valuable insights from a fundamental organic
chemistry perspective.

The terpene cyclization cascade generally involves a multistep
domino-type reaction. Therefore, it is challenging to reveal the
detailed reaction mechanism solely by an experimental method.

https://www.beilstein-journals.org/bjoc/about/openAccess.htm
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Scheme 1: Proposed biosynthetic pathway for variexenol B.

To address this issue, computational chemistry including DFT
[5-9], QM/MM [10-16] and QM/MM MD [14-17] calculations
have been used for the biosynthetic studies of terpene/
terpenoids [18].

Terpene-forming reactions, which involve various types of
carbocation species stabilized by hyperconjugative interactions,
through-space interactions, and C–H–π interactions, have been
intensively investigated by Tantillo and co-workers, who have
contributed greatly to revealing the intriguing nature of carboca-
tions [7,19,20].

We have also elucidated various new insights of carbocation
chemistry, such as the C–H–π interaction between the carbocat-
ion intermediate and the Phe residue of terpene cyclase in the
biosynthesis of sesterfisherol [21], and the intricated rearrange-
ment reaction mechanism promoted by the equilibrium state of
the homoallyl cation and the cyclopropylcarbinyl cation in the
biosynthesis of trichobrasilenol [22], by combined methods of
computational and experimental chemistry.

Recently, Dickschat et al. reported the synthesis of a novel
diterpene compound, variexenol B, using a substrate analogue
called iso-GGPP (Scheme 1) [23]. This biosynthetic pathway
has two interesting aspects. First, this cyclization cascade
involves a prenyl side chain that do not participate in the cycli-
zation cascade. This type of terpene compounds has already
been reported, such as santalene, bergamotene, mangicol, etc.
The idea that the reaction mechanism changes due to differ-
ences in the prenyl side chains has been studied by Tantillo and
co-workers [24-26]. They reported that the carbocation interme-
diates traversed in pinene/camphene and ylangene/sativene bio-
synthesis change depending on the presence or absence of

prenyl side chains. In their study, it was argued that the extent
of hyperconjugation determines whether the reaction proceeds
in a stepwise or concerted manner.

The second interesting aspect of the biosynthesis of variexenol
B is that the biosynthetic pathway involves an intermediate with
an exomethylene group. A terpene with an exomethylene group
as a starting material is rare. Several terpene cyclizations with
an exomethylene group are known, such as with caryolene and
crotinsulidane diterpenoids, and the reaction mechanisms have
been analyzed [27-30]. It would be interesting to see how the
exomethylene group reacts in the cyclization of variexenol B.
In this study, we investigated the biosynthetic pathways
using DFT calculations to validate the above-mentioned
aspects.

Results and Discussion
The detailed structures of the intermediates and transition states
were elucidated by computational analysis. Interestingly, we
have found an interaction between the secondary carbocation
and the prenyl side chain. Figure 1 shows the computed biosyn-
thetic pathway and energy diagram without cation–π interac-
tion, while Figure 2 shows the computed biosynthetic pathway
including cation–π interaction from the prenyl side chain.

Our research started with the application of DFT calculations to
the putative biosynthetic pathway of variexenol B (Figure 1). It
was revealed that the variexenol B biosynthetic pathway under-
goes a two-step reaction process. Contrary to the putative
biosynthetic pathway, the formation of the C1–C11 and
C2–C10 bonds was found to be concerted, due to the formation
of a secondary carbocation at the C10 position. Then, the
tertiary carbocation formed at the C3 position undergoes virtu-
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Figure 1: (A) Results of DFT evaluation of the whole pathway of variexenol B without cation–π interaction. (B) Energy diagram of variexenol B with-
out cation–π interaction. IM means intermediate and TS transition state. Potential energies (kcal/mol, Gibbs free energies calculated at the
mPW1PW91/6-31+G(d,p)//M06-2X/6-31+G(d,p) level) relative to IM1 are shown in parentheses.

ally barrier-free cyclization from the exomethylene group to
yield IM3.

We next investigated the effect of the prenyl side chain in the
biosynthesis of variexenol B. Although several terpene com-

pounds with prenyl side chains have been reported, it remains
unclear whether these prenyl side chains are located inside or
outside the active site during the cyclization process. Therefore,
we searched for conformations in which the side chain is closer
to the carbocation center and performed calculations.
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Figure 2: (A) Results of the DFT evaluation of the whole pathway of variexenol B including cation–π interaction from the prenyl side chain. Path a has
an α-hydrogen at the C14 position in IM2, while path b has the opposite orientation. (B) Energy diagram of variexenol B with consideration of cation–π
interaction. Potential energies (kcal/mol, Gibbs free energies calculated at the mPW1PW91/6-31+G(d,p)//M06-2X/6-31+G(d,p) level) relative to IM1
are shown in parentheses.

It was found that the structure with the prenyl side chain con-
taining the C14=C15 double bond positioned inwards was more
advantageous than the pathway shown in Figure 1. Calculations

based on the specified structure are shown in Figure 2. In this
pathway, the C14=C15 double bond interacts with the second-
ary carbocation at C10, reducing the activation energy of the



Beilstein J. Org. Chem. 2023, 19, 1503–1510.

1507

first step by approximately 4.7 kcal/mol. Moreover, due to the
stabilization of the secondary carbocation-like intermediate
IM2, the reaction proceeds stepwise rather than concertedly [7].
It was found that the final cyclization reaction from the
exomethylene group proceeds without a barrier, similar to the
previous pathway.

Regarding the orientation of the prenyl side chain, two path-
ways can be considered depending on whether the hydrogen at
C14 is pointing; α-hydrogen (path a) or β-hydrogen (path b).
Both pathways follow similar reaction mechanisms, however,
when comparing path a and path b, the most striking energy
difference is in the step from IM2a/b to IM3a/b (Figure 2B).
The energy barrier of this step is 6.3 kcal/mol for path a, where-
as 13.6 kcal/mol for path b, with a difference of 7.3 kcal/mol.
Although the stabilization of the intermediate IM2b is greater
in path b, the activation energy suggests that path a is more
favorable.

Generally, the activation energies for terpene cyclization reac-
tions are often below 10 kcal/mol. However, in the case of com-
plex rearrangement reactions involving secondary carbocations,
which we recently discovered, reactions with activation ener-
gies around 16 kcal/mol have been reported [22]. In the path-
way shown in Figure 1, the highest energy barrier was
14.6 kcal/mol. Conversely, in Figure 2, path a had an energy
barrier of 9.9 kcal/mol and path b 13.6 kcal/mol. From these
results, it can be concluded that although all three pathways
have the potential to advance the reaction, the most energetical-
ly favorable pathway is path a, as shown in this study.

To the best of our knowledge, the interaction from the prenyl
side chain towards the carbocation center have not been re-
ported. Systems with secondary carbocations on rings bearing
prenyl side chains are commonly observed in steroid biosynthe-
sis. These type of cyclization reactions have been vigorously
studied by Hess [31-36] and Wu [37,38]. In these systems, the
secondary carbocation and the double bond of the neighboring
prenyl side chain interacts and promptly induce C–C bond for-
mation. There have been no reports published where, as in our
case, the cation is stabilized without bond formation. We have
also considered other transannular cation–π interactions in this
system. In this case, the interaction between the secondary
carbocation at C10 and the C2=C3 double bond or the exometh-
ylene group at C7 should be considered. However, moving it
closer to the C2=C3 bond would result in IM2 as shown in
Figure 1 and a C–C bond would be formed. The exomethylene
group at C7 is also very reactive, so if it gets close, it would
easily form a C–C bond. Therefore, we believe that no other
transannular cation–π interactions need to be considered in this
system.

In systems without cation–π interactions, such as in the biosyn-
thesis of variediene [39] and spiroviolene [40], bonds around
the secondary carbocation are strongly influenced by hypercon-
jugation. In particular, C–C bonds containing a secondary
cation are shortened to about 1.45 Å, showing a slight double
bond character. On the other hand, in intermediates such as
IM2a and IM2b, which have cation–π interactions, the sur-
rounding bonds are hardly affected by hyperconjugation
(C9–C10: 1.54 Å, C10–C11: 1.54 Å, C11–C1: 1.57 Å). We
have also done a comparative analysis of the charge distribu-
tion in scenarios with and without cation–π interactions. In
cases where the interaction is absent, the cationic character at
C10 is pronounced. Conversely, in the presence of the cation–π
interaction, the cation is delocalized, resulting in a decrease in
cationicity at C10 and a corresponding increase in cationicity at
C15.

Note that the interconversion of TS_2a-3a to TS_2b-3b
requires a significant conformational change, such as a 180
degree rotation of the iPr group. However, such a large confor-
mational change is unlikely to occur within the enzyme. There-
fore, the Curtin–Hammett principle is not applicable to this
system.

To investigate the details of carbocations and hyperconjuga-
tions in the variexenol B biosynthetic pathway, we carried out a
bond length change analysis on the bonds that contribute most
to the reaction from IM1a to IM4a (Figure 3A).

In the process from IM1a to TS_1a–2a, the C1–C10 bond rup-
tures as C1 shifts towards C11. Subsequently, in the transition
towards IM2a, a complete formation of the C1–C11 bond
occurs. At this point, the vacant orbital of the carbocation at
C10 interacts with the π orbital of the C14=C15 double bond.

The distance between C10 and C14 is 1.71 Å, which is hardly to
recognize as a single C–C bond, since the distance is greatly
elongated. Moreover, the bond length of C14=15 is 1.43 Å,
which is close to the double bond length. Judging from the bond
length alone, it is not impossible to conclude that the C10–C14
bond is formed, but considering the rational mechanism of
organic reactions, bond cleavage does not occur immediately
after the bond is formed.

On the other hand, the C10–C14 bond length of IM2b is
1.64 Å, which is the bond length when hyperconjugated and is
commonly observed in terpene-forming reactions. This relative-
ly short bond length appears to contribute to the stability of
IM2b. The energy difference between IM2a and IM2b appears
to be due to small conformational differences caused by the
stereochemistry of H14.
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Figure 3: (A) A representative example of the evolution of key bond lengths in the conversion of path a. (B) Key representative orbitals of TS_2a–3a
computed by DFT calculations.

In TS_2a–3a, the C10 secondary carbocation is stabilized and
sandwiched between the two π orbitals of C2=C3 and
C14=C15. The status of this orbital interaction is depicted in
Figure 3B. This interaction forms the C2–C10 bond and the
reaction proceeds to IM3a.

Regarding the 4-membered ring formation, the C2–C10 bond in
IM3a is 1.73 Å long, which is hard to recognize as a single
bond. However, it is well consistent with the previously re-
ported hyperconjugation in 4-membered ring formation [7].
Then, the C2–C10 bond became 1.56 Å and the 4-membered
ring bond is completed (Figure 3B) when the hyperconjugation

effect is eliminated by the removal of the C3 carbocation
through annulation from the exomethylene group. Based on the
key bond analysis, we have successfully elucidated the details
of variexenol B biosynthesis. Note that there is an interaction
between the empty p orbital of C10 and the π orbital of
C14=C15 in Figure 3B, although the bond is not shown. The
presence or absence of a bond in the GaussView depends only
on the distance between the atoms and may differ from the
actual bonding. If a bond is stretched due to hyperconjugation
etc., it often happens that the bond is not displayed correctly.
Therefore, we performed bond length analysis and NBO analy-
sis to understand the state of the carbocation and bonding.
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Conclusion
In conclusion, we have investigated the detailed reaction mech-
anism of the biosynthesis of variexenol. We have revealed three
new insights: (i) the possibility of stabilization of the secondary
carbocation by the prenyl side chain of the intermediate, (ii) the
four-membered ring formation is completed by the bridging
reaction, and (iii) the annulation from the exomethylene group
is a barrier-free process.

To date, when constructing the computational model, we have
sometimes truncated the prenyl side chains that do not partici-
pate in the cyclization cascade in order to reduce the computa-
tional cost [35,41]. However, as demonstrated in this study, the
possibility of cation–π interactions lowering the activation
energy of annulation requires caution when constructing
computational models in the future. Furthermore, future
research is expected to determine whether there is space in the
enzyme active site for these prenyl side chains to fold and ap-
proach the reaction center, as seen in X-ray crystallographic
analysis.

Experimental
All calculations were carried out using the Gaussian 16 package
[42]. Structure optimizations were done with the M06-2X [43]
density functional theory method and the 6-31+G(d,p) basis set
without any symmetry restrictions. M06-2X was selected
because of its accuracy in calculating terpene-forming reactions
and its proven track record being used in previous studies of
reaction mechanism analysis [16,44]. Vibrational frequency
calculations at the same level of theory with optimization were
performed to verify that each local minimum has no imaginary
frequency and that each TS has only a single imaginary fre-
quency. Conformational search was done with conflex program
[45-47]. Intrinsic reaction coordinate (IRC) calculations [48-51]
for all TSs were performed with GRRM11 [52] based on
Gaussian 16. Single-point energies were calculated at the
mPW1PW91/6-31+G(d,p) level based on the optimized struc-
ture by using the M06-2X method. The utility of relative Gibbs
free energies (Grel) based on single-point energy at the
mPW1PW91 level has been previously validated for a wide
variety of terpene-forming reactions [22,41,53].

Supporting Information
Supporting Information File 1
IRC plot, 3D representations of all computed structures,
cartesian coordinates, energies, and imaginary frequencies.
[https://www.beilstein-journals.org/bjoc/content/
supplementary/1860-5397-19-107-S1.pdf]

Acknowledgements
We would like to express our deepest gratitude to Dr. Makoto
Obata for his insightful feedback and continuous mentorship
that significantly contributed to the success of this research.

Funding
This work was supported by a JSPS KAKENHI Grant-in-Aid
for Early-Career Scientists (No. 22K14791(H.S.)), a JSPS
KAKENHI Grant-in-Aid for Transformative Research Areas
(No. 22H05125 (H.S.)), a MEXT grant for Leading Initiative
for Excellent Young Researchers (No. JPMXS0320200422
(H.S.)), JST PRESTO (No. JPMJPR21D5 (H.S.)), the Uehara
Memorial Foundation (No. 202110117 (H.S.)), the Terumo Life
Science Foundation (No. 21-III4030 (H.S.)), Inamori founda-
tion, and Astellas Foundation for Research on Metabolic Disor-
ders (H.S.).

ORCID® iDs
Moe Nakano - https://orcid.org/0009-0002-0245-0075
Rintaro Gemma - https://orcid.org/0009-0006-9662-6607
Hajime Sato - https://orcid.org/0000-0001-5185-096X

Preprint
A non-peer-reviewed version of this article has been previously published
as a preprint: https://doi.org/10.3762/bxiv.2023.27.v1

References
1. Rudolf, J. D.; Alsup, T. A.; Xu, B.; Li, Z. Nat. Prod. Rep. 2021, 38,

905–980. doi:10.1039/d0np00066c
2. Christianson, D. W. Chem. Rev. 2017, 117, 11570–11648.

doi:10.1021/acs.chemrev.7b00287
3. Zeng, T.; Chen, Y.; Jian, Y.; Zhang, F.; Wu, R. New Phytol. 2022, 235,

662–673. doi:10.1111/nph.18133
4. Dickschat, J. S. Nat. Prod. Rep. 2016, 33, 87–110.

doi:10.1039/c5np00102a
5. Tantillo, D. J. Nat. Prod. Rep. 2011, 28, 1035–1053.

doi:10.1039/c1np00006c
6. Tantillo, D. J. Nat. Prod. Rep. 2013, 30, 1079–1086.

doi:10.1039/c3np70028c
7. Tantillo, D. J. Chem. Soc. Rev. 2010, 39, 2847–2854.

doi:10.1039/b917107j
8. Tantillo, D. J. Angew. Chem., Int. Ed. 2017, 56, 10040–10045.

doi:10.1002/anie.201702363
9. Hong, Y. J.; Tantillo, D. J. Chem. Soc. Rev. 2014, 43, 5042–5050.

doi:10.1039/c3cs60452g
10. Weitman, M.; Major, D. T. J. Am. Chem. Soc. 2010, 132, 6349–6360.

doi:10.1021/ja910134x
11. Major, D. T.; Weitman, M. J. Am. Chem. Soc. 2012, 134,

19454–19462. doi:10.1021/ja308295p
12. Raz, K.; Levi, S.; Gupta, P. K.; Major, D. T. Curr. Opin. Biotechnol.

2020, 65, 248–258. doi:10.1016/j.copbio.2020.06.002
13. Das, S.; Shimshi, M.; Raz, K.; Nitoker Eliaz, N.; Mhashal, A. R.;

Ansbacher, T.; Major, D. T. J. Chem. Theory Comput. 2019, 15,
5116–5134. doi:10.1021/acs.jctc.9b00366

https://www.beilstein-journals.org/bjoc/content/supplementary/1860-5397-19-107-S1.pdf
https://www.beilstein-journals.org/bjoc/content/supplementary/1860-5397-19-107-S1.pdf
https://orcid.org/0009-0002-0245-0075
https://orcid.org/0009-0006-9662-6607
https://orcid.org/0000-0001-5185-096X
https://doi.org/10.3762/bxiv.2023.27.v1
https://doi.org/10.1039%2Fd0np00066c
https://doi.org/10.1021%2Facs.chemrev.7b00287
https://doi.org/10.1111%2Fnph.18133
https://doi.org/10.1039%2Fc5np00102a
https://doi.org/10.1039%2Fc1np00006c
https://doi.org/10.1039%2Fc3np70028c
https://doi.org/10.1039%2Fb917107j
https://doi.org/10.1002%2Fanie.201702363
https://doi.org/10.1039%2Fc3cs60452g
https://doi.org/10.1021%2Fja910134x
https://doi.org/10.1021%2Fja308295p
https://doi.org/10.1016%2Fj.copbio.2020.06.002
https://doi.org/10.1021%2Facs.jctc.9b00366


Beilstein J. Org. Chem. 2023, 19, 1503–1510.

1510

14. Ansbacher, T.; Freud, Y.; Major, D. T. Biochemistry 2018, 57,
3773–3779. doi:10.1021/acs.biochem.8b00452

15. Dixit, M.; Weitman, M.; Gao, J.; Major, D. T. ACS Catal. 2018, 8,
1371–1375. doi:10.1021/acscatal.7b02823

16. Dixit, M.; Weitman, M.; Gao, J.; Major, D. T. ACS Catal. 2017, 7,
812–818. doi:10.1021/acscatal.6b02584

17. Lou, T.; Li, A.; Xu, H.; Pan, J.; Xing, B.; Wu, R.; Dickschat, J. S.;
Yang, D.; Ma, M. J. Am. Chem. Soc. 2023, 145, 8474–8485.
doi:10.1021/jacs.3c00278

18. Sato, H.; Saito, K.; Yamazaki, M. Front. Plant Sci. 2019, 10, 802.
doi:10.3389/fpls.2019.00802

19. Hong, Y. J.; Tantillo, D. J. Chem. Sci. 2013, 4, 2512–2518.
doi:10.1039/c3sc50571e

20. Hong, Y. J.; Tantillo, D. J. Org. Lett. 2015, 17, 5388–5391.
doi:10.1021/acs.orglett.5b02740

21. Sato, H.; Narita, K.; Minami, A.; Yamazaki, M.; Wang, C.; Suemune, H.;
Nagano, S.; Tomita, T.; Oikawa, H.; Uchiyama, M. Sci. Rep. 2018, 8,
2473. doi:10.1038/s41598-018-20916-x

22. Sato, H.; Hashishin, T.; Kanazawa, J.; Miyamoto, K.; Uchiyama, M.
J. Am. Chem. Soc. 2020, 142, 19830–19834.
doi:10.1021/jacs.0c09616

23. Li, H.; Dickschat, J. S. Angew. Chem., Int. Ed. 2022, 61, e202211054.
doi:10.1002/anie.202211054

24. Hong, Y. J.; Tantillo, D. J. Chem. Commun. 2012, 48, 1571–1573.
doi:10.1039/c1cc14414f

25. Hong, Y. J.; Tantillo, D. J. Org. Biomol. Chem. 2010, 8, 4589–4600.
doi:10.1039/c0ob00167h

26. Zi, J.; Matsuba, Y.; Hong, Y. J.; Jackson, A. J.; Tantillo, D. J.;
Pichersky, E.; Peters, R. J. J. Am. Chem. Soc. 2014, 136,
16951–16953. doi:10.1021/ja508477e

27. Nguyen, Q. N. N.; Tantillo, D. J. Beilstein J. Org. Chem. 2013, 9,
323–331. doi:10.3762/bjoc.9.37

28. Ortega, D. E.; Nguyen, Q. N. N.; Tantillo, D. J.; Toro-Labbé, A.
J. Comput. Chem. 2016, 37, 1068–1081. doi:10.1002/jcc.24294

29. Campos, R. B.; Tantillo, D. J. J. Org. Chem. 2018, 83, 1073–1076.
doi:10.1021/acs.joc.7b02904

30. Hong, Y. J.; Tantillo, D. J. J. Am. Chem. Soc. 2010, 132, 5375–5386.
doi:10.1021/ja9084786

31. Hess, B. A., Jr. Eur. J. Org. Chem. 2004, 2239–2242.
doi:10.1002/ejoc.200300684

32. Smentek, L.; Hess, B. A., Jr. J. Am. Chem. Soc. 2010, 132,
17111–17117. doi:10.1021/ja1039133

33. Hess, B. A., Jr. J. Am. Chem. Soc. 2002, 124, 10286–10287.
doi:10.1021/ja026850r

34. Hess, B. A., Jr. Org. Lett. 2003, 5, 165–167. doi:10.1021/ol027449c
35. Hess, B. A., Jr.; Smentek, L. Org. Lett. 2004, 6, 1717–1720.

doi:10.1021/ol0496125
36. Hess, B. A., Jr.; Smentek, L. Angew. Chem., Int. Ed. 2013, 52,

11029–11033. doi:10.1002/anie.201302886
37. Chen, N.; Wang, S.; Smentek, L.; Hess, B. A., Jr.; Wu, R.

Angew. Chem., Int. Ed. 2015, 54, 8693–8696.
doi:10.1002/anie.201501986

38. Zhang, F.; Wang, Y.; Yue, J.; Zhang, R.; Hu, Y.-e.; Huang, R.; Ji, A.-j.;
Hess, B. A., Jr.; Liu, Z.; Duan, L.; Wu, R. Sci. Adv. 2023, 9, eadh141.
doi:10.1126/sciadv.adh1418

39. Sato, H.; Li, B.-X.; Takagi, T.; Wang, C.; Miyamoto, K.; Uchiyama, M.
JACS Au 2021, 1, 1231–1239. doi:10.1021/jacsau.1c00178

40. Hong, Y. J.; Tantillo, D. J. Aust. J. Chem. 2017, 70, 362–366.
doi:10.1071/ch16504

41. Sato, H.; Takagi, T.; Miyamoto, K.; Uchiyama, M. Chem. Pharm. Bull.
2021, 69, 1034–1038. doi:10.1248/cpb.c21-00536

42. Gaussian 16, Revision C.01; Gaussian, Inc.: Wallingford, CT, 2016.
43. Zhao, Y.; Truhlar, D. G. Theor. Chem. Acc. 2008, 120, 215–241.

doi:10.1007/s00214-007-0310-x
44. Zev, S.; Gupta, P. K.; Pahima, E.; Major, D. T.

J. Chem. Theory Comput. 2022, 18, 167–178.
doi:10.1021/acs.jctc.1c00746

45. Goto, H.; Osawa, E. J. Am. Chem. Soc. 1989, 111, 8950–8951.
doi:10.1021/ja00206a046

46. Gotō, H.; Ōsawa, E. J. Chem. Soc., Perkin Trans. 2 1993, 187–198.
doi:10.1039/p29930000187

47. CONFLEX 9; CONFLEX Corporation: Tokyo, Japan, 2021.
48. Fukui, K. Acc. Chem. Res. 1981, 14, 363–368.

doi:10.1021/ar00072a001
49. Page, M.; Doubleday, C.; McIver, J. W., Jr. J. Chem. Phys. 1990, 93,

5634–5642. doi:10.1063/1.459634
50. Ishida, K.; Morokuma, K.; Komornicki, A. J. Chem. Phys. 1977, 66,

2153–2156. doi:10.1063/1.434152
51. Gonzalez, C.; Schlegel, H. B. J. Phys. Chem. 1990, 94, 5523–5527.

doi:10.1021/j100377a021
52. Maeda, S.; Ohno, K.; Morokuma, K. Phys. Chem. Chem. Phys. 2013,

15, 3683–3701. doi:10.1039/c3cp44063j
53. Matsuyama, T.; Togashi, K.; Nakano, M.; Sato, H.; Uchiyama, M.

JACS Au 2023, 3, 1596–1603. doi:10.1021/jacsau.3c00039

License and Terms
This is an open access article licensed under the terms of
the Beilstein-Institut Open Access License Agreement
(https://www.beilstein-journals.org/bjoc/terms), which is
identical to the Creative Commons Attribution 4.0
International License
(https://creativecommons.org/licenses/by/4.0). The reuse of
material under this license requires that the author(s),
source and license are credited. Third-party material in this
article could be subject to other licenses (typically indicated
in the credit line), and in this case, users are required to
obtain permission from the license holder to reuse the
material.

The definitive version of this article is the electronic one
which can be found at:
https://doi.org/10.3762/bjoc.19.107

https://doi.org/10.1021%2Facs.biochem.8b00452
https://doi.org/10.1021%2Facscatal.7b02823
https://doi.org/10.1021%2Facscatal.6b02584
https://doi.org/10.1021%2Fjacs.3c00278
https://doi.org/10.3389%2Ffpls.2019.00802
https://doi.org/10.1039%2Fc3sc50571e
https://doi.org/10.1021%2Facs.orglett.5b02740
https://doi.org/10.1038%2Fs41598-018-20916-x
https://doi.org/10.1021%2Fjacs.0c09616
https://doi.org/10.1002%2Fanie.202211054
https://doi.org/10.1039%2Fc1cc14414f
https://doi.org/10.1039%2Fc0ob00167h
https://doi.org/10.1021%2Fja508477e
https://doi.org/10.3762%2Fbjoc.9.37
https://doi.org/10.1002%2Fjcc.24294
https://doi.org/10.1021%2Facs.joc.7b02904
https://doi.org/10.1021%2Fja9084786
https://doi.org/10.1002%2Fejoc.200300684
https://doi.org/10.1021%2Fja1039133
https://doi.org/10.1021%2Fja026850r
https://doi.org/10.1021%2Fol027449c
https://doi.org/10.1021%2Fol0496125
https://doi.org/10.1002%2Fanie.201302886
https://doi.org/10.1002%2Fanie.201501986
https://doi.org/10.1126%2Fsciadv.adh1418
https://doi.org/10.1021%2Fjacsau.1c00178
https://doi.org/10.1071%2Fch16504
https://doi.org/10.1248%2Fcpb.c21-00536
https://doi.org/10.1007%2Fs00214-007-0310-x
https://doi.org/10.1021%2Facs.jctc.1c00746
https://doi.org/10.1021%2Fja00206a046
https://doi.org/10.1039%2Fp29930000187
https://doi.org/10.1021%2Far00072a001
https://doi.org/10.1063%2F1.459634
https://doi.org/10.1063%2F1.434152
https://doi.org/10.1021%2Fj100377a021
https://doi.org/10.1039%2Fc3cp44063j
https://doi.org/10.1021%2Fjacsau.3c00039
https://www.beilstein-journals.org/bjoc/terms
https://creativecommons.org/licenses/by/4.0
https://doi.org/10.3762/bjoc.19.107

	Abstract
	Introduction
	Results and Discussion
	Conclusion
	Experimental
	Supporting Information
	Acknowledgements
	Funding
	ORCID iDs
	Preprint
	References

